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Genetic diversity in rare aquatic species is required for species to adapt to environmental changes and could be important genetic resources in their selective
breeding. There is an increasing awareness of the need to conserve genetic diversity in such species, because concerns over the loss of genetic diversity have
been widely recognized in recent years. In this study, we aim to describe the genetic variation and its partitioning among regional populations to contribute to
the conservation of these species.
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We revealed that the level of genetic diversity in a rare, large predatory fish akame (Lates japonicus) is unusually low compared to other marine fish, being the
lowest levels of genetic diversity among vertebrate populations. In addition, we demonstrated that genetic drift played a significant role in evolution of iwame,
arare, markless form of the red-spotted masu salmon ( Oncorhynchus masou ishikawae ). The present results may provide a framework for genetic management
of these rare aquatic resources.
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