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Puffers belonging to the genera Takifugu and Lagocephalus are both poisonous, and capable of accumulating tetrodotoxin in a variety of body tissues
depending on the species. Although the consumption of puffer fish has a long history in Japan, similarities in the external appearance of various species
frequently results in mistaken identity and the consumption of the wrong species or tissues. There is therefore a need to develop a method for discriminating
between puffers in order to prevent puffer food poisoning.
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In addition to the mitochondrial DNA analysis, we analyzed amplified fragment length polymorphisms of nuclear DNA (AFLP) to clearly identify puffer species
and hybrids. The results revealed that Motosabafugu, a Lagocephalus puffer that has long been considered unsuitable for consumption, is in fact the same
species as the edible Shirosabafugu. We are currently developing additional AFLP markers for easily and reliably discriminating between puffers.
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The Motosabafugu (above) and the Shirosabafugu (below). Both of them have genetically been identified as the same species by our analysis.
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